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terabases

Size,

SRA database growth —

100C 1 360,155,601,894,440 total bases
882,331,310,597,825 open access bases
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2009 2010 2011 2012 2013
Total bases Year
Open access bases

http://www.ncbi.nlm.nih.gov/Traces/sra/
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DDBJ

| DNA Data Bank of Japan ‘
DDBJ Sequence Read Archive
DDBJ Trace Archive
BioProject

INSDC
ENA/EBI

GenBank | . EMBL-Bank

Sequence Read Archive Sequence Read Archive
Trace Archive Trace Archive
BioProject BioProject

INSDC: International Nucleotide Sequence Database Collaboration

IAC
ICM

NCBI

v ZfcRUT -z EA

vV ZRCTrIOtyI a3 ESTHS

vV ZMCTT—AZREA (T 5LD5%7)

v' SRA: SRA £{K. DRA: DDBJ z>%—® SRA

http://www.insdc.org/
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DDBJ SRA (DRA) D1 J0HA b 2 DDBJ

(ZZ DDBI Login & Submit Databases v English = Contact
ON Do bk o
Google™ hAZ LR n

‘ Home Submission v Search Download v Pipeline FAQ About DRA

Sequence Read Archive

DDBJ Sequence Read Archive (DRA) (& Roche 454 GS System®, Illumina Genome Analyzer®, Applied Biosystems SOLID® System 72
EORERS — DT >IN EDHENT —IDIZHDT—HFN—XTF, DRA (& International Nucleotide Sequence Database Collaboration
(INSDC) MA>){—T3HD, NCBI Sequence Read Archive (SRA) & EBI Sequence Read Archive (ERA) EDERIBHDEE, BEEINTL
FI. EROFrESURI—UI >N B0OHHIFT—4F(3 DDBI Trace Archive (CTERIZE0N,

[N
O « 2
. =t =
e B BEN=17)
FT—HZF—0—R, £ FES—OTIUNSDE DRA DRI ETERTT
&, S—OUIURETHE FT—APTSAAY bFT— EEBHR LT\ 28EZH
£I3 SEBHID 3
Databases Resources DDBJ Information
Nucleotide Sequence Database getentry DDBJ RSS &Y
Sequence Read Archive ARSA DDBJ on Twitter D
Trace Archive TXSearch DDBJ on Youtube &
Omics Archive BLAST DDBJ Web Magazine
BioProject Vector Screening System DDBJing
BioSample ClustalW DDBJ FTP Site
Japanese Genotype-phenotype Archive Read Annotation Pipeline
MIGAP

Sitemap FAQ Site Policy Privacy Contact © DNA Data Bank of Japan Last modified: 2013-07-09

v |DDBJ] SRA| Ti&R%

http://trace.ddbj.nig.ac.jp/dra/index.html
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[(XBFF—H] & [2—DIVAFT—4H]
V ABFB: S DT R —

vV —OTI>RF—4: it —OT > s5ledl>—4 (fastq, sff) &
T SAA> hF—4 (BAM)
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éSubmission DRA
Lo BREIEIR :

Study DRP [ i *®LHETER Sample DRS
. ¢! - )
e BioProject ID e Strain
o Xk e Taxonomy ID
1~N
1
Experiment  DRX Il
1~N
« SATSU— !
0~N > —JT>YH [ -
o | J— K v
Analysis DRZ ) RO ll”N

o FEATTSIE RuUN DRR
o BT —F T 7 (I ‘
e T—FTJ7A)L

FT—HI7ALI
QC L7R— b etc

T—HI71I)
fastq, sff, BAM
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http://trace.ddbj.nig.ac.jp/dra/metadata.html
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<?xml version="1.0" encoding="UTF-8" standalone="yes"?>
<STUDY SET xmlns:ns2="SRA.annotation">
<STUDY accession="DRP000001" center name="KEIO" alias="DRP000001">
<DESCRIPTOR>
<STUDY TITLE>Whole genome sequencing of Baillus subtilis subsp. natto BEST195</STUDY TITLE>
<STUDY TYPE existing study type="Whole Genome Sequencing"/>
<STUDY ABSTRACT>Whole genome sequencing of Bacillus subtilis subsp. natto
BEST195.</STUDY_ABSTRACT>
<CENTER_PROJECT NAME>B. subtilis natto BEST195 draft sequencing</CENTER PROJECT NAME>
<RELATED_ STUDIES>
<RELATED_STUDY>
<RELATED LINK>
<DB>bioproject</DB>
<ID>PRJDA38027</ID>
<LABEL>PRJDA38027</LABEL>
</RELATED_ LINK>
<IS_PRIMARY>true</IS PRIMARY>
</RELATED STUDY>
<RELATED_STUDY>
<RELATED LINK>
<DB>genomeprj</DB>
<ID>38027</1ID>
<LABEL>38027</LABEL>
</RELATED_ LINK>
<IS_PRIMARY>false</IS PRIMARY>
</RELATED STUDY>
</RELATED STUDIES>
<STUDY DESCRIPTION>Whole genome sequencing of a natto (fermented soybeans) producing strain of
Bacillus subtilis, BEST195.</STUDY DESCRIPTION>
</DESCRIPTOR>

vV AT —5 (SRR (C@E L XML D7 1)L
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Sample
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Experiment (24 h)

Experiment (12 h)

Experiment (0 h)
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7
ZZ ]Q_QBI Login & Submit ) Databases v English Contact

. ARG LKRER
Sequence Read Archive ~ ﬁ
1

DDBJ Submission Portal D-way

‘ Home ‘ Submission v Search Download v ‘ Pipeline ‘ FAQ AboutDRA

DDBJ Sequence Read Archive (DRA) (& Roche 454 GS System®, Illumina Genome Analyzer®, Ap|
EDRERS—D T UNEDENT—IDIZDDT —FIN—ITY . DRA (F International Nucleotide ¢
(INSDC) DA>)\—T38, NCBI Sequence Read Archive (SRA) & EBI Sequence Read Archive (ER
F9, EBROFrESURI—OITI > Uh 50T —4(3 DDBI Trace Archive [CTBERIZE 0.

Login ID: |
Password: [

=~ k
U, =4 -

— T
. ~~~(] create New Account | )
TS B BEY= 10w ‘
FT—HEF—D—R, &£ FRS—OTIUNS0E DRA DRIRTTENERTT
B, S—UIYRETE FTIVTSARAY T — EEBBL TV 3HEEH
#7e TEERTE @ Create New Account
LoginID: \*
Databases Resources DDBJ Information First Name : ‘*
Nucleotide Sequence Database getentry DDBJ RSS £ '
Sequence Read Archive ARSA DDBJ on Twitter [} Middle Name : ‘
Trace Archive TXSearch DDBJ on Youtube &
Last Name : \*
Omics Archive BLAST DDBJ Web Magazine
BioProject Vector Screening System DDBJing Email : ‘*
BioSample ClustalW DDBJ FTP Site .
* required
Japanese Genotype-phenotype Archive Read Annotation Pipeline
MIGAP ‘ Continue '

Sitemap FAQ Site Policy Privacy Contact © DNA Data Bank of Japan

v £I(FEEAI LD MRS
v’ Center name ERNH#EEI7HI> MMIEERLU. DRA (T —S %=t

https://trace.ddbij.nig.ac.jp/D-way/
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'DNA D Bark o e

i oodlen A RFR
Sequence Read Archive GoodE@AAZLIRR n
\M Submission v ’ Search ’ Download v ‘ Pipeline ’ FAQ JJ DO‘*( >

DDBJ Sequence Read Archive (DRA) (& Roche 454 GS System®, Illumina Genome Analyzer®, Applied Biosystems SOLID® System 72
EDORERS— I T EOHRNZ-ADIEHDT —F/R—ZTF . DRA [ International Nucleotide Seauence Database Collaboration

(INSDC) DA/t~ TOP @ Project List | BioProject drauser | Account | Password | Logout

F9, BROFvE
D-way

% DDBI Databases v = English = Contact

DRA submission list for drauser

QCreate new Submission(si D RS REERL ON: 1

SubmissionID ~ Accession $ Study Title

Status L4 Creation Date % Hold Date s

“»

el
drauser-0004 _ 2011-11-18 S

drauser-0003 DRA000456 Example: Whole genome shotgun complete (private) 2011-10-26 2012-10-25
sequences of Oryza sativa japonica

Sitemap FAQ Site Policy | drauser-0002
drauser-0001

2011-10-26 —
2011-10-26 —

vV BER77HD> MMZOTA> U, DRA FiiRERZVER
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DNA Data Bank of Japan

Submission ID : drauser-0004

Submission ID Accession #
drauser-0004
A
Submit / Update Metadata
* Ado equired
AT —H{ERY — )V & tEED

None

Date Files [-]

Study Title Status Creation Date Hold Date
Dlmew il omemas |
Submission ID : dradev-0013
I [ Save All H Load All H Validate All H Submit } [ Clear Error Messages J

Submission | Study |

Sample

Experiment Run

()]

| savexML || Load XML || validate

Submission

Submission

None

Title™ :

\Validate data files\ Stop validation

* Stop validation to edit metadata or upload data files

Validation Result [-]

None

2011-11-18 13:19:45

Date

vV AT —A%Z AN, FT w7 (Validate) LIz, #%fs (Submit)
v XD FFIA NI 7AILTAR AT IFRERRY — )L ZHFS

2013€10H25H

Submission Comment :

Center Name™ :
Laboratory Name™ :

Hold / Release™ :

Submission title.

KYOTO-GE

 ATSTHMCHBLEST

DRA Developers, CIB-DDBJ, National Institute of Genetics
(=) Hold Until [¢Js2013 oct |»)

(U Immediate Release SMTWTFS

1 2 3 4 5

Contact

#
1 Mishima Hanako

Name*

¢ 8 9 10 1

13 14 15 16 [ 18 19
2021222324 2526 o
27 28 29 30 31 I

[ New H Copy | | Delete

F£10E> - > U —FAKiGEEES (EBER)
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Submission ID : drauser-0004

Submission ID Accession # Study Title Status Creation Date Hold Date
drauser-0004 Study title ta_validated 2011-11-18 2011-11-19
'Submit / Update Metadata
* Adobe Flash Player is required
Object Accession # Center Name Alias
submission DDBJ drauser-0004_Submission
+ study DDBJ drauser-0004_Study_0001
+ sample DDBJ drauser-0004_Sample_0001
+ experiment DDBJ drauser-0004_Experiment_0001
+ run DDBJ drauser-0004_Run_0001
File Name | Metadata | Uploaded
data1.sff yes (5f04eaf97e8407adbfc24088767230aa) no
data2 sff yes (16da24e0d07552153a1bc8cf4bB842(7) no

Validate data files ' Stop validation
* Stop validation to edit metadata or upload data files

v Run TEEULET—FI71)LZP—)\(C SCP Ty IJO—R

>—4~J7A)l:http://trace.ddbij.nig.ac.jp/dra/datafile.html
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Submission ID : drauser-0004

Submission ID Accession # Study Title Status Creation Date Hold Date
drauser-0004 Study title meta_validated 2011-11-18 2011-11-19

' Submit / Update Metadata/
* Adobe Flash Player is required

Component [-]

Object Accession # Center Name Alias
submission DDBJ drauser-0004_Submission
+ study DDBJ drauser-0004_Study_0001
+ sample DDBJ drauser-0004_Sample_0001
+ experiment DDBJ drauser-0004_Experiment_0001
+ run DDBJ drauser-0004_Run_0001

Date Files [-]

File Name | Metadata | Uploaded
data1 sff ‘yes (5f04eaf97e8407adbfc24088767230aa) yes
data2 sff \yes (116da24e0d07552153a1bc8cf4bB842(7) yes
e —

Validate data files.) Stop validation
* Stop validation to edit metadata or upload data files

v’ Validate data files TT—45 T 7 AMILOER. AFF—45 EDEEMRE Z AR

20134104258 F£10E> - > U —FAKiGEEES (EBER) 14
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Submission ID : drauser-0004
Submission ID Accession # Study Title Status Creation Date Hold Date
drauser-0004 DRA000458 Study title acc_issued 2011-11-18 2011-12-19 Change‘
‘Submit / Update Metadata
* Adobe Flash Player is required
Component [-] )
Object Accession # Center Name Alias
submission DRA000458 DDBJ drauser-0004_Submission
+ study DRP000467 DDBJ drauser-0004_Study_0001
+ sample DRS001014 DDBJ drauser-0004_Sample_0001
+ experiment DRX001004 DDBJ drauser-0004_Experiment_0001
+ run DRR001450 DDBJ drauser-0004_Run_0001 3
Date Files [-]
File Name Metadata Uploaded
datat sff yes (5f04eaf97e8407adbfc24088767230aa) yes
data2 sff yes (f16da24e0d07552f53a1bc8cf4b842(7) yes
— — b A} \‘7K'_._I
V A= ET—=FT7A)LHMHID IZEFHNEESND
V MaDRWEEICH U T IV 3 B SMHFETIND
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Submission ID : drauser-0004

Submission ID Accession # Study Title Status Creation Date Hold Date

drauser-0004 DRA000458 Study title acc_issued 2011-11-18 2011 -12-1
N =
(Submit / Update Metadata> 55— 4 qeEsr ARFEEDER

* Adobe Flash Player is required

Component [-]

Object Accession # Center Name Alias
submission DRA000458 DDBJ drauser-0004_Submission
+ study DRP000467 DDBJ drauser-0004_Study_0001
+ sample DRS001014 DDBJ drauser-0004_Sample_0001
+ experiment DRX001004 DDBJ drauser-0004_Experiment_0001
+ run DRR001450 DDBJ drauser-0004_Run_0001

vV PO S SEEAS TSI EEH
v ENIEHR (pubmed id) @ Study ANDENZEHDENIRL |
v EeH)(E Run ZEBEIRI D ETEH

2013%10H25H F10EI> —T > —FIRAREEES (RtER) 16
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. DDB]J

DNA Data Bank of Jagan

t2)_ QREI Login & Submit Databases v | English Contact
. e HRELBR [ a |
Sequence Read Archive
p—

Home Submission v @wn[gad v Pipeline FAQ About DRA

DDB) Sequence Read ATChive (DRA) (& Rpzt ARASE Crtaon . losins s Aalimar® A olind Binsk s CL I st
ot —rT onsoinr—so & DRASearch i4Send Feedback © Search Home

(INSDC) DA >/{—T#D, NCBI Sequen

» DRA Home

R Accession : DRA000001
=Y. BROFrESURS—UTI>Uh5
Organism : | StudyType : | I
CenterName : | Platform : \
Keyword : |
—r T
F—HEF—D—FK, £ FES—OIYNBOE DRA QFIRTERERTT
%, S—UIIHRETE FIVTSAAY T — BEMBLTUE—
#33 SEBRIS 3 DRAO00001 OFTP
Submission Detail Navigation
Databases Resources DDBJ
Alias DRA000001 ) study DRP000001
Nucleotide Sequence Database getentry DDBJ Submission ID () Experiment DRX00000, SRALite
Sequence Read Archive ARSA DDBJ submission Date 2009-05-14 (Jsample ~ DRS000001
(Run DRR000001 EIFASTQ E2SRALIte
Trace Archive TXSearch DDBJ Center Name KEIO
Omics Archive BLAST ppBJ Lab Name Bioinformatics Lab.
BioProject Vector Screening System DDBJing 1
BioSample ClustalW DDBJ FTP Site 2 N
. - =D L 28 3 =]
Japanese Genotype-phenotype Archive Read Annotation Pipeline ’
MIGAP RO RU]
Sitemap FAQ  Site Policy Privacy Contact © DNA Data Bank of Japan Last modified: 2 . DRR000001.fastq.bz2 1.3 MB 12/11/30 0:00:00

_ DRR000001_1.fastq.bz2 381 MB
_ DRR000001_2.fastq.bz2 404 MB

12/11/30 0:00:00
12/11/30 0:00:00

V BBETETDLDICIRD
v =477 A)LIF fastg & SRA e T ftp 124t
v EBI/NCBI (C=Z5—&Nd

http://trace.ddbj.nig.ac.jp/DRASearch/

2013%10H25H F10EI> —T > —FIRAREEES (RtER)
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DNA Data Bank of Jagan

. DDBJ

A Dt Bk of b

Sequence Read Archive

Home

DDBJ Sequ
EDIRER
5—45 77 ), sy
FI. WK

Sitemap = FAQ

2013%10H25H

Site Policy

Login & Submit

454 single reads

Experiment (Spot, Platform)

Databases v | English Contact

Submission v ‘ Search Download v [ y-kr
Read )
Submission Read Index: 0 1
‘DRA) (2 System®, Read: | TCAG | ATAGAGTTGATCCTGGCTCAT... 2
Metadata — S . Base Coordinate: 1 5
'.jjj-—/jXQT 9'\_1_53« Read Type: Adapter Forward
Data File “BI Sequence Read Archive (SRA) Al
NI — X574
Example T NS0T —45(% DDBIT, 1
pot (Read Spec)
Read Index Read Class Read Type  Ordering Method
Manual ﬁﬁ@ﬁ“ 0 Technical Read | Adapter | BaseCoord = 1

Video Tutorial
Platform

&

Login & Submit LY

LS454

1 Application Read | Forward

Platform Instrument Model
454 GS FLX Titanium

BaseCoord = 5

RE ,
= _ §2s ST Une0
BB =1 7)) S 0ers x>~

TREITS THEERID
Databases Resources
Nucleotide Sequence Database getentry
Sequence Read Archive ARSA
Trace Archive TXSearch
Omics Archive BLAST

BioProject Vector Screening Sys

BioSample Clustalw

Japanese Genotype-phenotype Archive Read Annotation Pipt

MiGAP

ata Bank of Japan

DRA QRIESEDERT

N e

DRA NDEH ~BERT—H~

5270 e
Title: Col-NIG
V. Scientifi : Arabidopsis thali 358
Ne cientific name: Arabidopsis thaliana EEM
4, Taxonomy ID: 3702

Description: One of the reference wild type

derived from Col-0. stk

I ORA AOBFE ~BERT—I~
S — 4:02
BRCXER [X5T—5) & HF—5T7 L) EOVTRELTUET.

DDBJ Youtube F+ > =&)L : http://www.youtube.com/user/DDBJvideo

F£10E> - > U —FAKiGEEES (EBER)
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DNA Data Bank of Jagan

BioProject DT YA b

2013%10H25H

. DDBJ

'ONA D Bk ok o

Login & Submit Databases v English Contact

BioProject

Home Submission v ‘ Search ‘ Download About BioProject

BioProject (AKX IO T U hETOS I U NCERT BT —FEELHBILEHDT —FINR—RATYT, INSDC MBET BT —IR—RICEHFIN
7=z —4h BioProject ID Z5| I3 & T, T—ANTOST U REMTIOII—TILENET. BioProject (35" ARFIRETOD TV b EE
2L TLV/Z NCBI Genome Project Zii3E L, BiRstLIZEDTT,

DDBJ BioProject [FBFENZTIOS T U MIHUTIL I« Y IR 'PRID' OF7 Iy 3I>ESZREIFTUTCVWEY, AFSneOYI o N
—4(3 EBI/NCBI &HEENET.

L3 i

=) :
= [ ] o
=62 BEY=17) AHF—4H
JOSz o EERTS BioProject Z#t L TL) BioProject X945 —4MD
2PEZHD BE, NErhlE»3
Databases Resources DDBJ Information
Nucleotide Sequence Database getentry DDBJ RSS &Y
Sequence Read Archive ARSA DDBJ on Twitter [}
Trace Archive TXSearch DDBJ on Youtube &
Omics Archive BLAST DDBJ Web Magazine
BioProject Vector Screening System DDBJing
BioSample ClustalW DDBJ FTP Site
Japanese Genotype-phenotype Archive Read Annotation Pipeline
MIiGAP

Last modified: 2(

Sitemap FAQ Site Policy Privacy Contact © DNA Data Bank of Japan

v [DDBJ BioProject] TiR¥

http://trace.ddbj.nig.ac.jp/bioproject/index.html

F£10E> - > U —FAKiGEEES (EBER)
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e
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LOCUS

7___

3> TEEm . .

\/I

APO11541 4091591 bp DNA  linear HTG O1-SEP-2010

DEFINITION Bacillus subtilis subsp. natto BEST195 DNA, nearly complete genome.
ACCESSION APO11541

VERSION

APO11541.1

DBLINK

BioProject:PRIDA3 8027

Sequence Read Archive:DRRO000O0]1

Study Detail
Title

Study Type
Abstract

Description
Center Name

DDBJ Entry

Accession Number

Whole genome sequencing of Baillus subtilis subsp. natto BEST195
Whole Genome Sequencing
Whole genome sequencing of Bacillus subtilis subsp. natto BEST195.

Whole genome sequencing of a natto (fermented soybeans) producing strain of Bacillus subtilis,
BEST195.

KEIO (Keio University)

AP011541-AP011542

Related Study

bioproject

PRIDA38027

— DDBJ

— SRA

~— BioProject

—/

v BUTJO21 0 hESZESIATRCETT IR ZE L TE LHBND

5528 ODBHFINHEZTTH2013F11A19H. FBAFEHE10E S —o > U —FANMEEE S (BER)
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Bacillus subtilis subsp. natto BEST195 Accession: PRJIDA38027  ID: 38027

Bacillus subtilis subsp. natto BEST195 genome sequencing project

" . ” . ! - ; See Genome
j"l:l :/ T 0 |\ *E%g _ Bactllys subtilis subsp. nat‘to BEST195. |>B§CIIIus subtilis subsp. natto BEST195 was isolated from fermented soybeans nnE e T
and will be used for comparative genome analysis. Bacillus subtilis

Project Data Type: Genome sequencing; Locus Tag Prefix: BSNT

N A
Antributes: Scope: Monoisolate; Material: Genome; Capture: Whole; Method type: Sequencing
Project Data: 168 additional
- projects are related
by organism.

Number
Resource Name of Links

SEQUENCE DATA

47 ) I\FCH!| mmmmm)  nucieotide (Genomic DNA) 2

— mmmms) | SRA Experiments 1
S RA gT— 9 Protein Sequences 4381

PusLicaTions

Eeawalk mmmms) | PubMed 1
Pubmed &3 IE# Puth !
ITHER DATASETS

BioSample 1
Assembly 1

¥ Assembly details:

Assembly Level Taxid

GCA_000209795.1 Chromosome with gaps 645657

4

SRA Data Details
Parameter Value

Data volume, Gbases 1
Data volume, Mbytes 1792

Related RefSeq Project
PRJNA183001 : Bacillus subtilis subsp. natto BEST195

Publications:
1. Nishito Y et al., "Whole genome assembly of a natto production strain Bacillus subtilis natto from very short read data.", BMC Genomics,

2010 Apr 16;11:243
Lineage: Bacteria; Firmicutes; Bacilli, Bacillales; Bacillaceae; Bacillus; Bacillus subtilis; Bacillus subtilis subsp. natto BEST195 [Taxonomy ID: 645657]

Submission:
Registration date: 24-Mar-2010
Keio University

http://www.ncbi.nlm.nih.gov/bioproject/PRIDA38027

20134104258 F£10E> - > U —FAKiGEEES (EBER) 22
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> 170 bOEEK . DDBJ

TOP | DRA yuichi | Account | Password | Logout
DDBJ Sequence Read Archive (DRA) (& Roche 454 GS System®, Illumina Genome Analyzer®, Applied Biosysi
EORERS—IT S HYHSDENT —FDIHDT—FR—ZTT, DRA (& International Nucleotide Sequence Dz D-wa
(INSDC) DA>)\—T%H, NCBI Sequence Read Archive (SRA) & EBI Sequence Read Archive (ERA) &DEIBR y
FI. EROFrESURS—OT >N SOHHFT—4(3 DDBI Trace Archive [CTERIEE 0. . . .
= BioProject Temporary Submission ID: PSUB000021
SUBMTTER cevenawro [T TARGEY PUBLICATION ovemnew
[N
U o< Project data type
Y M Promct data type* ® | Genocme Sequencing .
BT BiR BEN=17)
F_sEE-D—F, & | FES—OISUNS0E | DRAQHFSEDESS Sample scope/Material/Capture/Methodology
B, S—OIZURETE TIPTSAAS T~ BERBL TS BEE: Sample scope® @ : Monoisciate - Material* @ : Genome + Capture* @ : Wnole .
£93 LEEHRID 3
Methodology®: Sequencing .
Databases Resources DDBJ Information Objective*
Nucleotide S Datab: tent: DDBJ RSS &Y Fow Sequrms Needs -8
jucleotide Sequence Database getentry sw."c. z
Sequence Read Archive ARSA DDBJ on Twitter |-} Analysis
Trace Archive TXSearch DDBJ on Youtube Assembly
Annatation
Omics Archive BLAST DDBJ Web Magazine  yariation
BioProject Vector Screening System DDBJing Epigenetic Markers
BioS: I ClustalW DDBJ FTP Sity Expresvion ;
ioSample ustal ite Mags :
Japanese Genotype-phenotype Archive Read Annotation Pipeline Phenotype
MiGAP Other
Sitemap FAQ  Site Policy Privacy Contact © DNA DataBa Locus tag prefix @
AdLLL
Continue

1
Zj DQBI Login & Submit | Databases v = Enalish = Contact
PARLIRER

Sequence Read Archive Dd'f) —

Home Submission v Search Download v Pipeline FAQ About DRA

v Oz o b (B8 - ARE - &R E) 27 HT> M oEE
v JO>x0 hES% INSDC THE
v 5 L\EFTEITOS T MIWEAE
v JOZx 2 b07O2x2 b (Umbrella project) FIETES

2013%10H25H F10EI> —T > —FIRAREEES (RtER) 23
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> 7)VIBiR(Z BioSample (CEHY

2

DDB]J

DNA Data Bank of Jagan

2_ m‘mm‘g] Login & Submit Databases v English Contact
BioSample
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Name Description Value format

biome Major class of ecologically similar communities of plants, animals, and {term}
other organisms (eg., desert, coral reef)

collection_date Time of sampling (single instance or interval, eg., 2008-01- {timestamp}
23T719:23:10, 2008-01-23, 2008-01, 2008)

env_package MIGS/MIMS/MIENS extension for reporting of measurements and [", 'air', 'host-associated’, 'human-
observations obtained from one or more of the environments where the  associated', 'human-skin', 'human-
sample was obtained. All environmental packages listed here are further oral', 'human-gut', 'human-vaginal’,
defined in separate subtables. By giving the name of the environmental 'microbial’, 'miscellaneous’, 'plant-
package, a selection of fields can be made from the subtables and can associated', 'sediment’, 'soil',
be reported 'wastewater', 'water']

experimental_factor Variable aspect of experimental design {term|text}

feature Geographical environmental feature (eg., harbor, lake) {term}

geo_loc_name Geographical origin of the sample {term}:{term}:{text}

investigation_type Nucleic Acid Sequence Report is the root element of all MIGS/MIMS ["", 'eukaryote’, 'bacteria_archaea’,
compliant reports as standardized by Genomic Standards Consortium. 'plasmid’, 'virus', 'organelle’,
This field is either eukaryote,bacteria,virus,plasmid,organelle, 'metagenome’, 'miens-survey’,
metagenome, miens-survey or miens-culture 'miens-culture']

lat_lon Report values in decimal degrees and in WGS84 system {float} {float}

material Matter displaced by the sample (eg., air, soil, water) {term}

project_name A concise name that describes the overall project, for example {text}
""Analysis of sequences collected from Antarctic soil""

ref_biomaterial Primary publication or genome report {PMID|DOI|URL}

rel_to_oxygen Aerobic or anaerobic [", 'aerobe’, 'anaerobe’, 'facultative’,

'microaerophilic’, 'microanaerobe’,
'obligate aerobe’, 'obligate anaerobe']
samp_collect_device Method or device employed for collecting sample {text}

v 9TXYDSFFIARIT7AILICHTILEEZ AU, 7HD> bh 51
v' Genomic Standards Consortium (GSC) MIXS (CZEHL

GSC MIXS: http://gensc.org/index.php?title=MIXxS
H> 7)LEM: http://trace.ddbij.nig.ac.jp/biosample/attribute.html
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