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Apr. 2016 – Present Senior Research Scientist, Riken, Japan 

Oct. 2011 – Mar. 2016 Research Scientist, Riken, Japan 

Apr. 2009 – Sep. 2011 Postdoctoral Visiting Fellow, NCBI, NIH, USA 
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• 「トランスクリプトーム解析の変遷と国際 ncRNAプロジェクトの現在」, 実験医学 33(20), 
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