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1st strand cDNA synthesis with random hexamer
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2nd cDNA synthesis with random hexamer
Incorporates dUTP instead of dTTP
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Amplify with High-fidelity Taq
Strand selective amplification
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* Input RNA 0.1-4ug total RNA

« RNA sample
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« Human Brain Total RNA (Lifetechnologies AM7962)
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http://www.beckmancoulter.co.jp/product/product01/AMPure_xp.html
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